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Research Interests

My research is mainly focused on innovative use of grapevine germplasm resources,
formation and regulation mechanism of grape berry quality traits, the epigenetic
events happening during grapevine development, and innovation & extension both
of field and molecular farming technologies for grapevine breeding and vineyard
practical management. The brief details of the worked performed and on-going: (1)
Doing systematic collection, conservation, evaluation, and utilization of grapevine
germplasm; (2) Analyzed sugar metabolism and sucrose synthase function in grape
berry development; (3) Did much on the physiological and molecular mechanism of
grape berry coloring, based on which put forward grape molecular-designed breeding
strategy; (4) Uncovering the role of brassinolide and abscisic acid in regulating grape
berry development and quality formation; (5) Developed the technologies of miR-
RACE and PPM-RACE, respectively, for verification of precise microRNA
sequences and of microRNA’s splicing site on its target gene; (6) Invented some new
grapevine cultivation trellis and practical management techniques for better grape
production, and innovated some molecular farming technologies based on molecular
information for more precise cultivation.

All the researches above are of my presided over 40 international, national, provincial
scientific research projects, such as the national key research and development
project, including “the National Natural Science Foundation”, and the "Twelfth Five-
Year" Ministry of Science and Technology Fundamental Work Special Project etc.,



and brought over 350 published papers, including more than 120 SCI papers on Plant
Biotechnology Journal, Journal of Experimental Botany, Horticulture Research, etc.;
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Bachelor: Laiyang Agriculture College of China
Master: Zhejiang Agriculture University
Doctor: Nanjing Agriculture University
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Professor, College of Horticulture, Nanjing Agriculture University, 2007-
Research scientist, Department of Biochemistry and Cell Biology, Rice University, 2006-2007

Visiting scholar, Department of Plant Science, University of California at Riverside, 2004 -
2006

Visiting scholar, Volcani Agricultural Research Center, Israel, 2001-2003

Lecturer/associate professor, College of Horticulture, Nanjing Agricultural University,1998-
2001

Visiting scholar, Agricultural College, Hebrew University, 1997 t01998
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