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Areas of Research 

1. Molecular breeding of fruit trees, especially in 

apple, grapevine. 

2. Physiology & molecular biology of apple against 

fungal diseases 

3. Innovation of Techniques for High Quality & 

Efficiency Cultivation for fruit trees. 

 

Contact Information 

Office location: Room B7002 ， Life Science 

Building (Mailing Address: Horticulture College, 

Nanjing Agricultural University. No.6 Tongwei 

Road, 210095, Xanwu District, Nanjing, Jiangsu 

Province, China) 

Office phone：（0086）25-84395262 

Lab location：Room B7003 & 7005 Life Sciences 

Building 

Email address： wsh3xg@hotmail.com 

Wsh3xg@njau.edu.cn 
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Research Interests 

1.Omics & molecular biology of fruit trees 

One of my research interests is in molecular biology of fruit trees. Using omics approaches, 

such as genomics, proteomics, metabonomics, etc. and bioinformatics, we have identified and 

isolated some important functional genes, their expression regulatory factors and cis-elements 

for some important agronomic traits (such as disease resistance, stress resistance, quality, yield, 

etc.) in a large scale. Furthermore, we reveal their signal transduction, regulatory mechanism 

and response environment and stimuli. Through these researches, we aim to breed good quality 

and high stress resistance cultivars by gene editing and transformation. 

2. Molecular assisted fruit breeding  

By means of re-sequencing, we develop new molecular markers of fruit trees to construct 

genetic linkage maps, QTL mapping and molecular marker assisted breeding of important traits 

including: (1) Development of high-throughput apple SNP markers for high-density genetic 

mapping, QTL mapping, genome-wide association analysis and genome structure and evolution 

studies using high-throughput sequencing techniques. (2) mapping and molecular marker-

assisted breeding of important economic traits (red flesh, disease resistant, etc) by using the 

high density molecular marker genetic map. (3) Genotype identification and mechanism of self-

incompatibility of apple and loquat  

3. Innovation of techniques for high efficiency fruit cultivation 
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To study the physiological basis of high quality and high efficiency production of fruit 

trees, and to develop and innovate the labor-saving, high quality and high efficiency 

cultivation techniques for fruit trees, especially for apple and grape. 
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Education Background 

2002-2007 Ph.D. Nanjing Agricultural University 

1995-1998 Ms. Zhejiang University 

1991-1995 BSA. An Hui Agricultural University 
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Work experience 

Professor，Nanjing Agricultural University. 2017- present,   

Associate Professor， Nanjing Agricultural University. 2012- 2017, 

JSPS Special Fellow (Post Doc)，Chiba University, Japan. 2007-2010,   

Visiting researcher, China Agricultural University. 2004-2005,   
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Honors and Awards 

Fellow, Chinese Society for Horticultural Science，China 

Fellow, Japanese Society for Horticultural Science，Japan 
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