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Research Interests 

1. Rose floral organ development and flowering time regulation (seasonal flowering Vs 

continuous flowering in roses). 

2. Germplasm resources collection and multi-omics evaluation of roses (genome and 

transcriptome sequencing and metabolite analysis). 

3. Gene family and some specific biological pathway evolution, mainly focus on 

Rosaceae. 

4. Plant light signaling and evolution, aims to uncover the mechanism of plant shade 

tolerance and then enhance it for roses through genetics. 

------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------ 

Education Background 

Bachelor：Shandong Agricultural University 

Master：Nanjing Agricultural University 

Doctor：Nanjing Agricultural University 
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Work experience 

Visiting Scholar, University of Tennessee, Knoxville, TN, USA, 2013-2015 

PostDoc, Nanjing Agricultural University, Nanjing, China, 2016-2020 

Associate Professor, Nanjing Agricultural University, Nanjing, China, 2020- 
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Honors and Awards 

Reviewer of Horticlture Research, Tree Genetics & Genomes, Australian Journal of 

Grape and Wine Research, Horticultural Plant Journal, 3BITC, peer J. 

Third place award for the Youth Scholar Forum at the 7th International Horticulture 

Research Conference. 
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