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Research Interests 

Genetics and evolution; Boinformatics; Plant R-genes  

The lab is committed to the study of origin and evolution of plant genes in biotic and 

abiotic stress response based on the bioinformatics methods. The research interests 

are as follows: 

1. The origin, genetics and evolution of plant disease resistance genes (R-genes) 

2. The origin, genetics and evolution of plant abiotic stress related genes 

3. Genomics and functional genomics of Rosaceae crops 

4. Genetics and breeding of Rosaceae crops 
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Education Background 

Bachelor：Zhengzhou University 

Doctor：Nanjing University 
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Work experience 

Lecturer, Nanjing Agricultural University, 2013-2017 

Assistant Professor, Nanjing Agricultural University, 2018- 
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