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Research Interests 

Resource exploitation and utilization; DNA methylation; epigenetics and 

germplasm innovation 

Advances in molecular level study of stress response and transgene research of pear, molecular 

mechanisms of stress adaptation in plant natural populations, spatial and temporal profiling of 

DNA methylation induced by drought stress in pear. 
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Education Background 

Bachelor：Huazhong Agricultural University 

Master：Huazhong Agricultural University 

Doctor：Huazhong Agricultural University 
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Work experience 

Lecturer, College of Horticulture, Nanjing Agricultural University, 2011.12-2013.12 

Visiting scholar, School of Horticulture and Landscape Architecture, Purdue University, 

USA , 2015.03-2016.03 

Associate professor, College of Horticulture, Nanjing Agricultural University, 2014.01-

2018.12 



Professor, College of Horticulture, Nanjing Agricultural University, 2019.01- 
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Honors and Awards 

Won the "Outstanding Youth Fund" of Jiangsu Province (2017) 

"Outstanding Young Backbone Teacher of Qinglan Project" of Jiangsu Province (2016) 

"Zhong Shan Academic Rookie" of Nanjing Agricultural University (2013) 

"Young Scholar Award" of Dabei Agriculture (2017), 

the second "Hua Nai Horticulture Science and Technology Award" of China Horticultural 

Society (2013; ranking: 5/11) 

the first prize of shennong China Agricultural Science and Technology Award in 2016-

2017 (ranking: 12/17) 

the Excellent Innovation Team Award of Shennong China Agricultural Science and 

Technology Award in 2018-2019 (ranking: 6/16) 

the 7th First Prize of Jiangsu Province Agricultural Technology Promotion (2014;Rank: 

16/25) and other awards.- 
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