Jiang Jiafu

Contact Information:

Professor

College of Horticulture,
Nanjing Agriculture University
Nanjing, P. R. China, 210095

E-mail: jiangjiafu@njau.edu.cn

Academic/Professional Qualifications:

1995-1999 Bachelor, Nanjing Agricultural College

1999-2002 Master, Nanjing Agricultural College

2002-2006 PhD, Institute of Botany, Chinese Academy of Sciences
2006-2007 Postdoctoral Fellow, National University of Singapore
2007-2010 Postdoctoral Fellow, Texas Tech University

2011.3- Professor, College of Horticulture, Nanjing Agricultural College

Research Interests:

Flowering time regulation in Chrysanthemum (Chrysanthemum  morifolium).
Chrysanthemum as one of the four most popular cut flower over the world and one of the
ten most famous flower in china, provides very high ornamental and economic value,
which possess the important status on flower industry.
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