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Research Interests

We mainly research the interspecific hybridization and genetic breeding of melon
vegetable crops, cell molecular genetics and germplasm innovation, and the
improvement of cultivated cucumber varieties:

(1) Rediscovered the rare wild species of Cucumber (Cucumis hystrix Chakr., 2n=24)
and proved the special biological system relationship between it and cultivated
cucumber (C. sativus L., 2n=14), and won the first place A cucumber interspecific
hybrid;

(2) A new diploid species of the genus Muskmelon was synthesized, named Cucumis
xhytivus Chen and Kirkbride, and an important breakthrough in interspecific
hybridization and genetic breeding of Cucumber crops was made;

(3) Created a series of cucumber-specific cell breeding germplasm, including
"allogeneic triploids" (2n=26), "cucumber monomer alloaddition lines" (2n=15),
"heterologous translocation lines" and so on.

Education Background

Bachelor: Southwest Agricultural University
Master: Southwest Agricultural University
Doctor: Southwest Agricultural University



Work experience

2003-2006, “Tang Scholar”, Cornell University, USA

2000-now, Professor, Nanjing Agricultural University, China

1997-1999, Assistant Professor, Clemson University, USA

1995-1996, Visiting Scientist, Saga University, Japan

1987-1988, Advanced study at the Department of Genetic Engineering, Fudan
University, China

Honors and Awards

Secretary of the Party Committee of the College of Horticulture, Nanjing Agricultural
University

Member of the Academic Committee of Nanjing Agricultural University. The backbone
member of the "State Key Laboratory of Crop Genetics and Germplasm Innovation"
Deputy Director of "Key Laboratory of Southern Vegetable Genetic Improvement,
Ministry of Agriculture"

Associate editor of the journal "Chinese Melon and Vegetables"

editor of the university textbook "Plant Tissue Culture"

chief teacher of "National Bilingual Demonstration Course"

"Special Government Allowance", "China Youth Science and Technology Award",
"Shennong China Agricultural Science and Technology Award", State Council of China
"Young and Middle-aged Experts with Outstanding Contributions", "Experts in Senior
Expert Database" Ministry of Agriculture of China

"Cross-century Outstanding Talents" Ministry of Education,

"Expert Review Group Experts" National Natural Science Foundation of China,

"Down Scholars" Cornell University,

"Six Talent Peaks" training target Jiangsu Province

Research projects (partial):

(1) In-depth discovery of important disease-resistant genes in wild cucumber species,
pickled cucumber (NSFC, 31430075)

(2) Research and demonstration of key technologies for high-yield and high-efficiency
of facility vegetables in the Yangtze River Delta (Special Research Project for Public
Welfare Industries (Agriculture), 201403032)

(3) Molecular genetics and regulatory mechanisms of cucumber and tomato fruit
formation (973 Program, 2012CB113904)

(4) Research on vegetable cell breeding technology and creation of excellent
germplasm (863 Program, 2012AA100102)

(5) Molecular marker gene analysis and cold tolerance of cucumber parthenocarpic
(973 plan, 2009CB119001)

(6) The regulatory mechanism of mitochondrial disappearance in maternal cucumber
(NSFC, 31071801)



(7) Discovery of excellent wild genes in Muskmelon based on interspecific
introgression (NSFC, 30830079)

(8) Fine mapping of QTL for cucumber carotenoid content and cloning of related
regulatory genes (NSFC, 30972007)

(9) Wild resistance of Muskmelon based on Ty1-copia retrotransposon and
interspecific introgression (Doctoral Fund, 20090097110024)
International cooperation projects: establish long-term cooperation with international
companies such as Limagrain, Syngenta, Nunhems, PPI (Pickle Packer International),
etc.

Invention patent (partial):

1. 2020 cucumber parthenocarpy main effect QTL Parth2.1 linked molecular marker
and its application ZL201910605499.1

2. The breeding method and application of new varieties of cucumber interspecific
hybrids with patented downy mildew resistance in 2019 ZL201811487242.2

3. Chromosome physical location method of cucumber single-copy gene in 2017
Z1.201310409784.9

4. 2016 Cucumber pollen semi-thin section MTG-DAPI double staining to observe
mitochondrial DNA ZL201310396467.8

5. In 2013, the breeding method of cucumber introgression line materials resistant to
southern root knot nematode ZL20111023037.X

6. The SSR marker ZL201110081073.4 of the muskmelon resistance gene GSB-4 in
2012

7. The breeding method and application of the all-female North China cucumber Nanni
No. 1in 2012 ZL200910262845.7

8. 2012 Cultivation and Application of All-female American Slice Cucumber 09
ZL.201010017674.4

9. 2012 Cultivation and application of all-female processing cucumber Youjia All-female
09 ZL201010017675.9

10. In 2012, the cultivation and application of the all-female North China cucumber
Huabei all-female No. 2 ZL201010017672.5

11. In 2012, the cultivation and application of all-female South China cucumbers and
all-female South China 09 ZL201110107676.3

12. In 2012, the breeding method of allotriploid Cucumbers of the genus Muskmelon
ZL.201110107687.5

13. Cultivation method of free microspores of cucumber in 2010 ZL200810022098.5
14. 2010 Patent Certificate ZL20071002553 for Muskmelon Resistance Gene Locus

Cultivate new varieties:

"Ningyun No. 3" Supermarket Cucumber

"Nanshui No. 2" Cucumber for Fruit Type Facility Cultivation
"Ningjia No. 7" processed cucumber

"Nankang No. 1" dense thorn cucumber
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