
Xiong Jinsong 
-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------- 

 

 

Areas of Research 

Plant disease resistance 

 

Contact Information 

Office location: Room B4014 Life Sciences 

Building (Mailing Address: College of 

Horticulture, Nanjing Agricultural University 

No.1 Weigang, Nanjing, Jiangsu Province, 

210095, China) 

Lab location ： Room B4018 Life Sciences 

Building 

Email address： jsxiong@njau.edu.cn 

---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------- ---------

Research Interests 

Plant disease resistance 

Our research mainly focuses on functional genomics by the use of strawberry as model 

system. We are particularly interested in the following aspect of strawberry: 

 

Disease resistance 

Plants are sessile organisms that are constantly under the threaten of potential virulent 

microbes. Among these microbes, Botrytis cinerea, the cause of grey mold disease, is 

one of the most disastrous pathogenic fungus to strawberry. However, the defense 

mechanisms of strawberry to B. cinerea are largely unknown. We utilize the 

approaches of molecular biology, biochemistry and genetics to identification and 

characterization key genes that play roles in disease resistance, to dissect the 

molecular defense mechanisms against fungal pathogens in strawberry.  
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