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Research Interests 

Specialty: Statistic, Bioinformatics, Experimental design, etc. 

1. Cucumber simple inheritance and quantitative genetic traits 

The wild cucumbers harbor abundant exotic traits that worth to explore their genetic 

inheritance and use for cucumber breeding to improve cucumber quality.  

2. Cucumber disease resistance 

Cucumber downy mildew and powdery mildew are two major diseases that cause severe 

yield loss annually. Focus on reveal the genetic architecture of disease resistance in wild 

cucumber and investigate the mechanism of causal genes.  

3. Cucumber genomic and domestication 

India is the origin center of cucumber, which growth a number of exotic cucumbers. I 

work on the cucumber genomic and explore the domestication of modern cucumber.  

4. Cucumber Breeding 

Cooperate the traditional breeding method with molecular technology including marker 

assisted selection (MAS) and genetic engineering method in cucumber disease 

resistance breeding. Aim to develop elite cucumber lines. 
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Education Background 

Bachelor：China Agricultural University 

Master：China Agricultural University 

Doctor：University of Wisconsin-Madison 
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Work experience 

Assistant Scientist, University of Wisconsin-Madison, 2017-2020 

Associate Professor, Nanjing Agricultural University, 2020- 
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