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Research Interests 

1. Germplasm collection and evaluation of fruit tree 

2. Genomics of fruit tree 

3. Molecular and genetic mechanism of fruit quality 

4. Marker assisted breeding of fruit tree 

 

My research focus on fruit science, the research fields include deciphering genome 

structure and function, exploring excellent genetic resources, developing molecular 

breeding technology to realize genetic improve of fruit quality in pear. The main 

achievements were focusing on three aspects: 1) Revealing the whole genome 

sequence and profile of genetic variation of pear, constructing the international 

sharing platform of genomics data; 2) Exploring the functional genes controlling 

fruit quality, clarifying the metabolism and genetic basis for red-color, sugar, stone 

cell of pear fruit; 3) Constructing the highest density genetic map by SNP and SSR 

markers, localizing the QTLs and developing markers for fruit quality. In recent 

years, more than 50 research papers were published in Genome Biology, Genome 

Research, Plant Journal, Plant Physiology, Plant Biotechnology Journal etc., as the 

first or corresponding author(including co-first or co-corresponding author), the 

seventeen invention patents and two software copyright were authorized by 

https://www.baidu.com/link?url=m3ZQ-CecHYm-SMrom0tqOPcuxaknkN1EKkPSq3046hqOlS3FXibllMRWoOXvikKDrlYt_3PptDQVm9hLEAhAia&wd=&eqid=91fd7ce50002fced0000000357e90dcc


government of China. 
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Education Background 

Bachelor：Anhui Agricultural University 

Master：Anhui Agricultural University 

Doctor：Shandong Agricultural University 
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Work experience 

Lecturer/Associate/Full/Distinguished Professor, Nanjing Agriculture University, 

1993.7- 

Visiting Scholar in University of Illinois at Urban and Champaign, USA, 2010.2-

2011.3 

Senior Visiting Scholar in Plant and Food Research of New Zealand, 2018,2-2018.5  
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Honors and Awards 

Award as “Youth Science and Technology Award” of China 

Award as “Distinguished young scholars” by NSFC of China 

Award as “National High-level personnel of special support program” of China 

Award as “Science & Technology Nova Program” by Ministry of Science and 

Technology of China 

Award as “New Century Excellent Talents” by the Ministry of Education, China 

Award as " Distinguished Young Scientists" in Jiangsu Province 

Award as " Distinguished Professor" in Jiangsu Province 

Award as “Young academic leader of QingLan Project” in Jiangsu province 

The Second Prize for Science and Technology Progress award by government of 

China (2011,2018) 

The First Prize for Natural Science award by Ministry of Education in China (2015) 

The First Prize for Agricultural Science and Technology Award, Ministry of 

Agriculture (2017) 

The First Prize for Agricultural Technology Extension award by the government of 

Jiangsu Province (2014) 



The First Prize for Technological Invention award by Ministry of Education in 

China(2013) 

The Second Prize for Science and Technology Progress award by the government of 

Jiangsu Province(2011) 

The Second Prize for Science and Technology Progress award by Ministry of 

Education in China (2010) 
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